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1153-137 Is Cuff Pressure a Surrogate for Measures of Total 
Arterial Compliance? 
Brian A. Haluska, Leanne Short, Phillip Mottram, Stephane G. Carlier. Thomas H. 
Marwick, University of Queensland, Brisbane, Australia 
Background: Epidemiologic data have shown that cuff pulse pressure (PP) is a predic- 
tor of outcome. As total arterial compliance (TAC) is a determinant of PP, we sought 
whether measuring TAC provided further information than cuff PP. Methods: We studied 
123 pts (76 men; age 55-i 1); 31 normal controls, 46 pts with CAD and 46 pts with HTN. 
PP was determined from brachial cuff pressure and TAC was measured by simultaneous 
radial applanation tonometry and PW Doppler of the LV outflow (SAM ~2.0. SG Carlier). 
Aortic PP (AoPP) was calculated using a transfer function from the radial waveform. 
Results: PP correlated with TAC (r=-.72;p=.Ol), but there was a sigmficant difference 
between cuff PP and AoPP (57t16 vs 45+14; pc.0001). In a multiple linear regression 
the diHerence between PP and AoPP was predicted by cardiac output(CO)(p=.002) and 
gender (p=.O3). Bland-Altman analysis by tertiles of CO showed the best correlation 
between PP and AoPP in the middle terlile (CO 4.7 to 57llmin) with less correlation in 
the low and high tertiles. The same analysis by gender showed a higher difference in 
women than men (14*6 vs 10*5; pc.OOOl)(figure). Conclusion: PP correlates with TAC 
in men with normal cardiac function and can probably be used es a surrogate measure. 
However, in women and at the low and high extremes of function there appears to be 
mcremental value in measuring TAC. 
1153-l 38 Refractory Systemic Hypertension in Patients With 
Chronic Aortic Dissection 
Holqer Eqqebrecht AxeI Schmermund, Dietrich Baumgart, Susanne Rasusch, Raimund 
Erbel, University Hospital Essen, Essen, Germany 
Background: In patients with chronic dissection of the descending aorta, tight blood pres- 
sure control IS mandatory to prevent further progression and extension of the dissection. 
Methods: We reviewed the records of 30 patients who were treated for chronic dissection 
of the descending thoracic aorta (DTA) between 1995 and 2001. Number and dosage of 
antihyperlensives administered as well as the blood pressure were recorded. Blood pras- 
sure control was analysed according to recent guidelines (WHO, European Society of 
Cardiology). 
Results: On average, the dissection occurred 38.1k29.2 months (range 4.3 to 110.6) 
before inclusion in the study. The false lumen was patent in all but 2 patients. 
The mean systolic blood pressure for all patients was 126a21 mmHg (range. 101 to 161 
mmHg). Diastolic pressure was 74+12 mmHg (range, 56 to 105 mmHg). Oh average, 
4.2el.4 (range, 1 to 6) antihypertensive drugs were used for blood pressure control. 53% 
of patients received more than 5 different hypotensive drugs. 
Most patients (93%) received betablockers. Diuretics were used lo 24 patients (60%). fol- 
lowed by ACE Inhibitors in 70% of patients. 
Optimal blood pressure control according to WHO criteria (<120/60 mmHg) was 
achieved in only 12130 patients (40%). A mean of 4.lel.5 (range, 1 to 6) anti-hyperten- 
sive drugs was required in these patients. 
A blood pressure of <135160 mmHg as was recently recommended for patients with 
chronic aodic dissection by the ESC guidelines was achieved in 20 (67%) patients (14 
males, mean age 61.4ilO.l years). In these patients, 3.9el.9 antihypertensive drugs 
(range, 1 to 6) oh average were required to achieve a mean blood pressure of 116i72 
mmHg. 
In 10 patients (33%) blood pressure was refractory to medical treatment. Despite the 
use of 5.0r0.6 antihypertenslves (range, 4 to 6. p<O.Ol), the mean blood pressure was 
151/76 mmHg (pcO.01) 
Conclusion: Severe systemrc hypertension was a significant clinical challenge in the 
treatment of patients with chronic aortic dissection. In a substantial number of patients, 
effective blood pressure was not achieved despite the use of >4 adequately dosed anti- 
hypertensive drugs. 
1153-139 Clinical Implication of Carotid Artery Remodeling in 
Acute Coronary Syndrome: Ultrasonographic 
Assessments of Positive Remodeling 
Masava Kate, Kergo Dote, Koichi Nakaoka, Kenji Goto, Hiroaki Takemoto, Seij Habara. 
Hiroshima City Asa Hospital, Hiroshima, Japan 
Objectives: We investigated the relationship between ultrasonographic features of 
carotid artery and the angiographic features of coronary plaques in acute coronary syn- 
drome (ACS). 
Background: The carotid rntima-media thickness (IMT) may be a marker of advanced 
coronary artery disease. 
Methods: Consecutive ACS patients (N=125) underwent B-mode ultrasonography within 
I week of the acute coronary event. Using a 7.5-MHz linear array transducer, the com- 
mon carotid IMT. interadventitlal diameter, and luminal diameter were examrned. Carotid 
plaques were also assessed. The patients were divided into two groups, based oh the 
number of complex coronary plaques identified by coronary anglography. 
Results The carotid IMT in 75 patients with multiple complex coronary plaques was sig 
nificantly larger than that of 50 patients with solitary plaques (pcO.0003). The prevalence 
of soft and hard carotid plaques was higher in the group with multiple coronary plaques 
than in those with single plaques (28% vs. 12%. ~~0.04 and 13% vs. O%, p<O.OOB, 
respectively). Additionaly, the carotid interadventitial diameter was larger in the patients 
with multiple plaques than in those with single plaques (7.93*0.97mm vs. 7.46+0.66mm, 
p<O.Ol), and a significant correlation was observed between the carotid IMT and interad- 
ventitial diameter (Rc0.54, pcO.0001). Conclusions: In ACS, multlple complex coronary 
plaques are associated with positive carotid remodeling despite little vascular shrinkage, 
suggesting that plaque vulnerability may be a systemic phenomenon. 
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1154-141 Are Thoracic Aortic Aneurysms a Genetic Disease? 
Gonzalo F. Albomoz, Paul C. Tang, Michael A. Coady, Ryan R. Davies, Michelle 
Roberts, John A. Rizzo, Gary S. Kopf, John A. Elefteriades, Yale New Haven Hospital, 
New Haven, CT 
Background The purpose of this study is to determine, from a large number of family 
pedigrees of patients with thoracic aortic aneurysms (TAA), whether this disease is inher- 
ited in a genetic fashion. 
Methods From a database of 1056 patients evaluated or treated for TAA or aortic dis- 
section at a single center from January 1995 to August 2002, 5 interviewers contacted 
randomly selected patients for telephone screening to determine the presence of familial 
patterns of aortic disease. Complete medical and family histories of 215 patients (134 
men, 61 women) were compiled, of whom 43 patients were found to belong to multiplex 
pedigrees. Separately from these 215 patients, 51 patients had a diagnosis of Marfan’s 
syndrome. 
These 43 patients with familial TAA were compared with the remaining 172 patients with 
sporadic TAA and the 51 patients with Marfan Syndrome-associated TAA. 
Results Age: The mean age at presentation for patients with familial TAA (54.1 years) 
was significantly younger than that for sporadic TAA cases (67.0 years, p< .03) and sig- 
nificantly older than that for patients with Marfan Syndrome (25.6 years, p< .OOl). 
Growth rate: Patients with famlllal TAA had faster growth rates (0.22 cm/y) than patients 
with sporadic TAA (0.03 cm/y, p< 0.001) as well as to those with Marfan’s syndrome 
(0.10 cm/y. p<O.O4). 
Genetic patterns: Thirteen pedigrees (30.23%) showed direct father to son transmis- 
sion, consistent with autosomal dominant mode of Inheritance. Six pedigrees (13.95%) 
suggested ah autosomal dominant or X-linked mode of inheritance. Sixteen pedigrees 
(37.21%) suggested a recessive mode of inheritance: 5 an autosome. recessive mode, 
and 11 an X-linked recessive or autosomal recesswe mode. The remaining 8 pedigrees 
displayed more complex modes of inheritance. 
Conclusion This study supports the role of genetic factors influencing familial aggrega- 
tion of TAA. Pedigree analysis suggests genetic heterogeneity, with both autosomal 
dominant es well as X-knked dominant and recesswe modes predominating. 
Early onset and rapid aneurysm growth in familial TAA are consistent with Inherited con- 
nective tissue disease. 
1154-142 Disproportional Upregulation of Matrix 
Metalloproteinase to Tissue Inhibitor of 
Metalloproteinase Genes in Abdominal Aortic 
Aneurysm: Results From Quantitative Real-Time RT- 
PCR Method 
Takeo Hiqashikata. Masakazu Yamagishi, Hiroakr Sasaki, Hitoshr Ogino, Alji Sakamoto, 
National Cardiovascular Center Research Institute, Suita, Japan 
Background: Matrix metalloproteinases (MMPs) degrade most components of extracellu- 
lar matrix, such as elastin and collagen, and are believed to play a pivotal role in the 
pathogenesis of abdominal aortic aneurysm (AAA). Because the proteolytic activities of 
MMPs can be Inhibited by the tissue inhibitors of metalloproteinases (TIMPs) that bind to 
active MMPs in a 1:l molar ratio, the expression balance of MMPs to TlMPs is consid- 
ered to regulate net degeneration of extracellular matrix in aortic wall. However, few data 
exist regarding systematic assessment of MMP and TIMP gene expression in climcal set- 
tings. Therefore, we undertook the quantrtative measurement of MMP and TIMP gene 
expression in AAA using real-time PCR method. 
Methods: Samples of the AAA wall (n=22) and adjacent non-dilated aorta obtained from 
patients who underwent graft replacement surgery for AAA. Total RNA was extracted 
from each sample and subjected to cDNA synthesis with random primer. Amount of the 
cDNAs for MMP-1, 2, 3 and 9, and TIMP-1, 2 and 3 in each cDNA mixture were deter- 
mined by real-time RT-PCR method using ABI 7700 sequence detection system 
(Appliedbiosystems), and normalized with that of GAPDH (glutaraldehyde 3.dehydroge- 
nase) as a reference gene. 
Results: MMP-1 gene was significantly upregulated m the AAA wall (2.04tO.44) than in 
the non-dilated aorta (0.26~0.13, pcO.05). The expression levels of MMP-3, MMP-9 and 
3 TlMPs genes were also higher m AAA than those in non-dilated aorta. It is interesting 
